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Nucleotide (33) Protein (193) Select Columns
Details Accession Release Date Species Length + Country Host Isolation Source Collection Date

+ MMNS08347 2020-01-12 Wuhan seafood m... 29903 China Homo sapiens 2019-12

+ NC 045512 2020-01-13 Wuhan seafood m... 29903 China Homo sapiens 2019-12

+ MTO07544 2020-01-31 Wuhan seafood m... 29893 Australia Homo sapiens 2020-01-25
+ MNS75262 2020-01-24 Wuhan seafood m... 29891 China Homo sapiens lung, oronas... 2020-01

+ MN996528 2020-01-29 Wuhan seafood m... 29891 China Homo sapiens lung 2019-12-320
+ MNS94468 2020-01-28 Wuhan seafood m... 29883 USA Homo sapiens oronasopharynx 2020-01-22
+ MMNS88T13 2020-01-25 Wuhan seafood m... 29882 USA Homo sapiens lung, oronas... 2020-01-21
+ MN994467 2020-01-28 Wuhan seafood m... 29882 USA Homo sapiens oronasopharynx 2020-01-23
+ MMNS97409 2020-01-28 Wuhan seafood m... 29882 USA Homo sapiens feces 2020-01-22
+ MNS85325 2020-01-24 Wuhan seafood m... 29882 USA Homo sapiens oronasopharynx
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Genome information — 2019 nCoV

= Genome accession number used is MN908947.3 (Wuhan seafood
market pneumonia virus isolate Wuhan-Hu-1, complete genome)

" LENGTH :29903 bp ss-RNA & ORF : 10

= Taxonomy :Viruses; Riboviria; Nidovirales; Cornidovirineae;
Coronaviridae; Orthocoronavirinae; Betacoronavirus; unclassified
Betacoronavirus.

= Author :Wu,F., Zhao,S., Yu,B., Chen,Y.-M., Wang,W., Hu,Y., Song,Z.-
G., Tao,Z.-W,, Tian,J.-H., Pei Y.-Y., Yuan,M.L., Zhang,Y.-L., Dai,F.-H.,
Liu,Y., Wang,Q.-M., Zheng,J.-])., Xu,L., Holmes,E.C. and Zhang,Y.-Z.
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BLAST - 2019-nCoV
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Description

Wuhan seafood market pneumonia virus isolate Wuhan-Hu-1, complete genome 55221 55221 100% 0.0 100.00% NC_045512.2

0NN

Wuhan seafood market pneumonia virus isolate 2019-nCoV WHU02, complete genome 55180 55180 95% : 100.00% MNIB8669.1

Wuhan seafood market pneumonia virus isolate 2019-nCoV WHUO1,_complete genome 55180 55180 99% ) 100.00% MN98866S.1

Wuhan seafood market pneumonia virus isolate 2019-nCoV/USA-CAZ/2020 complete genome 55173 55173 99% . 99.99% MN994468 .1

Wuhan seafood market pneumonia virus isolate 2019-nCoV_HKU-S57-005b 2020, complete genome E5171 65171 99% . 99.93% MNI7E262.1

VYWuhan seafood market pneumonia virus isolate 2019-nCoVIUSA-WA1/2020, complete genome 55166 G 99% . 99.99% MN935325.1

Wuhan seafood market pneumonia virus isolate 2019-nCoV/IUSA-AF 172020 _complete genome 55160 99% : 99.99% MN9IS7409.1

Wuhan seafood market pneumonia virus isolate 2019-nCoV/USA-IL1/2020, complete genome 55163 § 99% . 9997% MNIBET131

VWuhan seafood market pneumonia virus isolate 2019-nCoVIUSA-CA1/2020, complete genome 55143 99% . 9998% MN994467 .1

Wuhan seafood market pneumonia virus isolate 2019-nCoV _HKU-S5Z-002a 2020. complete genome 55034 . . 99.99% [MN938384 .1
Bat SARS-like coronavirus isolate bat-51-CoV7C45 complete genome 26943 5% . 89.12% MGT72933.1

Bat SARS-like coronavirus isolate bat-3L-CoVZXC21,_complete genome 22223 4% . 88.65% MGT72934.1

SARS coronavirus Z5-C _complete genome 15213 2256: . 82.34% AY395003.1

SARS coronavirus £5-B, complete genome 15213 . 82.34% AY3949596.1

SARS coronavirus 5716, complete genome 15202 5 _ 82.33% AY304455 1
15202 0! 82.33%

CECHCECECNCECECNCNCECE NN NN<

SARS coronavirus GZ02, complete genome 15191 5 . 82.32%

<

SARS coronavirus BJ1832-12,_complete genome 15186
020




Multiple Sequence Iignment - 2019-nCoV
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AY394995.1 462 s hs T 1Y I O o -1 o ... 519

AYIB4488.1 462 conhe cm-eaafAnlL 0L 0L CARGE. C. co. 519
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Filogenetik 2019-nCoV
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Tree Viewer 1.17.5
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SARS coronavirus £5-C, complete penome
SARS coronavirus Z£5-B, complete penome
SARS coronavirus GZ02, complete genome
SARS coronavirus ZI02, complete penome
SARS coronavirus HSZ-Ch, complete genome
SARS coronavirus 5E3, complete penome
Coronavirus BitRs-BetaCoVIYN2018B, complete genome
_ Bat SARS-like coronavirus iselate Rs4231, complete penome
T Bat SARS-like coronavirus isolate bat-SL-CoVAC43, complete genome
Bat SARS-like coronavirus isolate bat-SL-CoVZNC21, complete penome
9 Wuhan seafood market pneumonia virus isolate 2019-nCoV_HEU-5Z-005b_ 2020, complete geno
1 Wuhan seafood market pneumonia virus isolate 20019-nCoV/USA-AF L2020, complete genome
Wuhan seafood market pneumonia virus isolate 2019-nCoV_HEU-5Z-002a_2020, complete geno
S'Wuhan seafood market pneumonia virus isolate 2019-nCoV/USA-W A L2020, complete genome
2 Wuhan seafood market pneumonia virus isolate 2019-nCoV/USA-IL L2020, complete penome
Wuhan seafood market pneumonia virus isolate 2019-nCoV/USA-CA 12020, complete penome
? Wuhan seafood market pneumonia virus isolate Wohan-Hu-1, complete genome
@MNC (45512.2 Wohan seafood market pneumonia virus isolate Wohan-Hu-1, complete genome
Wuhan seafood market pneumonia viras isolate 20019-nCoV/USA-CAZ2020, complete genome
Wuhan seafood market pneumonia virus isolite 201%-nCoV WHUO | somplete genome
Wohan seafood market pneumonia virus isolite 200%-nCoV WHUDZ, conmplete génome
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Filogenetik MERS Coronavirus
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Human betacoronavirus 2c England-Qatar/ 2012, complete genome

Betacoronavirus England 1, complete genome
Middle East respiratory syndrome coronavirus, complete penome
Middle East respiratory syndrome coronaviras isolate Camel'Qatar 2 2014, complete genome
Middle East respiratory syndrome coronavirus strain FloridaUSA-2 Saudi Arabia 20014, complete genome
Middle East respiratory syndrome-related coronaviros strain camel/lUAE_B29 2015, complete genome
Middle East respiratory syndrome-related coronavirus strain HWUAE (602 2013, complete genome
Middle East respiratory syndrome-related coronavirus strain HWUAE (42013, complete genome
Middle East respiratory syndrome coronavirus strain Abu Dhabi UAE 9 2013, complete genome
Middle East respiratory syndrome-related coronavirus strain Camel/UAE_2B-E_2014, complete penome
Middle East respiratory syndrome-related coronavirus strain Camel/UAE 1H-F_2014, complete penome
Middle East respiratory syndrome-related coronavirus strain Camel/UAE_1B-A_2014, complete gpenome
3 - viruses | 2 leaves
Middle East respiratory syndrome-related coronavirus strain camel/UAE_Bod 20105, complete genome
Middle East respiratory svndrome-related coronavirus strain camel/UAE_B75 20135, complete penome
Middle East respiratory svndrome-related coronavirus strain camel/UAE_B 12015, complete penome
Middle East respiratory syndrome-related coronavirus strain camel/UAE_BI11_ 2015, complete penome
Middle East respiratory syndrome-related coronavirus strain camel/lUAE_B73 2015, complete genome
Human betacoronavirus 2e Jordan-N3/2012 isolate MGL6T, complete genome
Human betacoronavirus 2¢ Jordan-N3/2002, complete genome

3m_1i]9ﬁ43.3 Middle East respiratory syndrome coronavirus, complete genome

Human betacoronavirus 2c EMC2012, complete genome
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KESIMPULAN

" Genom 2019- nCoV berkerabatan dekat dengan Bat
coronavirus dibandingkan SARS /MERS coronavirus

" Human genom 20190-nCov menunjukkan keragaman
genetik yang rendah dibandingkan dengan genom SARS/
MERS coronavirus genom

" Beberapa region unik DNA diketemukan pada genom 2019-
nCoV. Region tersebut dapat digunakan sebagai tool untuk
diagnostik kit dan pembuatan DNA vaksin 2019-nCoV.
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